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HSM800069 636 bp mRNA linear PRI 05-JAN-2001 

Homo sapiens mRNA; cDNA DKFZp564M173 (from clone DKFZpS 64M17 3 ) ; 
complete cds . 
AL136644 

AL13 664 4 .1 GI:12052813 



Homo 
Homo 



(human) 



Chordata ; 
Primates ; 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



Mewes,H.W. , Gassenhuber, J. and Wiemann,S. 
MIPS , Am Klopferspitz 18a, D-82152 



polyA si gnal 
pol yA site 



sapiens 
sapiens 
Eukaryota; Metazoa; 
Mammalia; Eutheria; 
1 (bases 1 to 636) 
Wambutt , R . , Heubner, D . , 
Direct Submission 
Submitted ( 18 - JAN- 2 000 ) 
Mart ins ried, GERMANY 

Clone from S. Wiemann, Molecular Genome Analysis, German Cancer 
Research Center (DKFZ) ; Email s.wiemann@dkfz-heidelberg.de; 
sequenced by AGOWA (Berlin/Germany) within the cDNA sequencing 
consortium of the German Genome Project. 
This clone is available at the RZPD in Berlin. 

Please contact the RZPD: Ressourcenzentrum, Heubnerweg 6, 14059 
Berlin-Charlottenburg, GERMANY; Email: clone@rzpd.de Further 
information about the clone and the sequencing project is available 
at ht t p : / /www . mips . biochem . m pg . de/proj /cDNA/ . 

Location/ Qualifiers 

1 . .636 

/organism= "Homo sapiens" 
/mol__type= "mRNA" 
/db_xref ="taxon: 9606" 
/clone="DKFZp564M173 " 
/ tissue_type= "brain" 

/clone_lib="564 (synonym: hf br2 ) . Vector pAMPl; host 
Xl-2blue; sites NotI + Sail" 
/dev_stage= " fetal " 
26 . .403 

/gene= "DKFZpS 6 4M173 " 
26 . .403 

/gene= "DKFZp564M173 " 

/note= M similarity to Drosophila janus A" 
/ codon_start=l 

/product="hypothetical protein" 
/protein_id= " CAB66579 . 1 " 
/db_xref = M GI : 12 052 814 " 

/ trans lation= "MAVADLALI PDVDTDSDGVFKYVLIRIHSAPRSGAPAAESKEIV 
RGYKWAEYHADI YDKVSGDMQKQGCDCECLGGGRTSHQSQDKKIHVYGYSMAYGPAQH 
AISTEKIKAKYPDYEVTWANDGY" 
561 . . 566 
575 
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BASE COUNT 176 a 184 c 172 g 104 t 

ORIGIN 

1 gaagggggac tccgggagga ggaacatggc ggtggcggac ctcgctctca ttcctgatgt 

61 ggacaccgac tccgacggcg tcttcaagta tgtgctgatc cgaatccact cggctccccg 

121 ctccggggct ccggctgcag agagcaagga gatcgtgcgc ggctacaagt gggctgagta 

181 ccatgcggac atctacgaca aagtgtcggg cgacatgcag aagcaaggct gcgactgtga 

241 gtgtctgggc ggcgggcgca cctcccacca gagtcaggac aagaagattc acgtgtacgg 

301 ctattccatg gcctatggtc ctgcccagca cgccatttca actgagaaaa tcaaagccaa 

361 gtaccccgac tacgaggtca cctgggctaa cgacggctac tgagcactcc cagcccgggg 

421 cctgctgcct ccagcagcca cttcagagcc cccgcctttg cctgcactcc tcttgcaggg 

481 ctggccctgc ctgctcctgc ggcagcctct ggtgacgtgc tgtccaccag gccttggaga 

541 caggctagcc tggccacaga attaaacgtg ttgccacaaa aaaaaaaaaa aaaaaaaaaa 
601 aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 
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«6 bo mRNA linear PRI 12-JUL-2002 
r<2°Zl»s com »Us™"3 ,«r« clone 0K r zp5 6 4«73, ; 

complete cds . 
AL136644 

AL136644.1 GI:12052813 
Homo sapiens (human) 

HomoL_sa2iens Craniata; Vertebrata; Euteleostomi; 

i^I^a; Metazoa; Chordata, Craniata^ dae; Homo . 

Mammalia; Eutheria; Primates; utar.hin. 

(bases 1 to 636) _ Mewes , H .W., Gassenhuber , J . and Niemann, S . 



Wambutt,R., Heubner,D. 
Direct Submission 
Submitted (10-JUL-2002 
Ingolstaedter Landstr. 
Clone from S. Wiemann, 
Research Center (DKFZ) 



FEATURES 



source 



gene 
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GSF , institut fuer Bioinf ormat ik MIPS, 
1 857 64 Neuherberg, Germany n ^^ r 
Molecular Genome Analysis, German Cancer 

• Email s wiemann@dkfz-heidelberg.de; 

Research Center (DKFZ) , ^"1 s. cDNA sequencing 

seaU enced by AGOWA (Berlm/Germany) wiu 
consortium of the German Genome ProDect^ ^ 

at htti^/miES^sf^ie^^ 

Location/Qualifiers 

1..636 . 

/organism="Homo sapiens 

/mol_type="mRNA" 
/db_xref="taxon: 9606" 

/ chr omo some= " 9 " 
/clone="DKFZpS64M173" 

/tissue_type="brain" hfhr2 N vector pAMPl; host 

/clone_lib="564 ( synonym: hfbr2 ) . Vect p 
Xl-2blue; sites NotI + Sail 
/dev_stage=" fetal" 
1 . . 636 

/gene="DKFZp564Ml73" 
26 . . 403 

/gene="DKFZ P 564Ml73" 

/note="similarity to Drosophila lanus A 

/codon start=l . n 

/ P roduct="hypothetical protein 

/protein_id="CAB66579^1" 

/db_xref="GI: 12052814" 

/db *ref="SPTREMBL:Q9H0Y3" KYVLIRIHSAP rsGAPAAESKEIV 

AI STEKI KAKYPDYEVTVJANDG Y " 
561 . . 566 

/gene- M DKFZ P 564Ml73" 



poJ^A_sisa§i 
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Eol*A_siJ^ 5 /gene="DKFZ P 564Mn3" 

n76 a 184 c 1^2 g 104 t 
AS E COUNT 1^6 a rtcact ctca ttcctgatgt 

RIGIN tccgggagga , gg c Jjt^ac ctcg^ cggc 

61 ggacaccgac tccgacggcg tcttcaagta t.g y * ggcta caagt gggctgagta 
121 Sccggggct ccggctgcag ^gagcaagga ^tcgtg g y ggct gC gactgtga 

Jni ccatqcggac atctacgaca aagtgtcggg aagaagattc acgtgtacgg 

241 gtgSgggc ggcgggcgca cctcccacca jagtcagga. ^ „ tcaaagC caa 

301 ctattccatg gcctatggtc ctgcccagca ^cca tgagcactcc cagcccgggg 

^ accccgac tacgaggtca cctgggctaa cgacggct y ctcc tcttgcaggg 
fctgctgcct ccagcagcca cttcagagcc cccgcctttg gccttggaga 
481 ctggccctgc ctgctcctgc ^^ctct ftgccacaaa aaaaaaaaaa aaaaaaaaaa 
SaaaaE Aaaaaaaaaa aaaaaa 
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BLASTP 2.2.6 [Apr-09-20031 



gffSSf : Stephen F . , Tho.as L Madden ^^o^ . S £^ n \ 1991) , 
SSSui ^ ^-/.St-" e e ne^a a t n ion D o f protein database search 
p r og? ams " Nucl e i c Li di Re s . 25 : . 

RID: 1058466116-018697-25282 

Query= 

(125 letters) 
Database: All non-redundant GenBank CDS 

translations^^ total letters 

If you have an, problem or questions with the results or t h i. search 
please refer to the BLAST_FAQs 
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Score 
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^ v,- e Hfline phosphatase; --■ 
31 ?^^^^Sm^^T* S phosphoMstidine ph. . 
T^W^^mS^^ 11 " „ oDSR 170 0008C22 IMos mus . • 



239 

236 
204 



201 
108 
105_ 
100 

__93 

__93 

_93 

__92 
__91 
__91 

_91 
_91 
_89 
J32 
_82 
J7_9 
78 



4e -63 13 

5e -62 11 
2e-52 

2e-51 G 

2e-51 E 

2e-23 
2e-22 
3e-21 
2e-l9 

6e-l9 1 

8e-19 

8e-19 

2e-18 

2e-18 

2e-18 

3e-18 
3e-18 

9e-l8 
2e-15 
2e-l5 
le-14 
2e-14 
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Mp^l ^^^^ 

' H.tase- sex-regulated P 

Hohistidine phosphatase, 
phosphoh.stx (Prot eii 



R1D= 1 05 8466 116-01 8697-25282, 

(HSPC141) (CGI-202) ^ Q sex _ regulated prot ein janus-a [Homo sapiens 

qm^^^^ 2 ^^^^^! m CGI-202 [Homo sapiens] 
ai^QSSSISljbmmi^^^^ 11 - 1 ^ HSPC141 protein [Homo sapiens] 

q i|2 4306046lgbiAANM504JdM39150^ 

Length = 125 



— . 239 r 2 "x» Viiojr™!"™"- 125/125 ,iow 

:::: ^^^^^^ " 

Sbjct: 61 SGDMQKQGCDCECLGGGRISHQSQD^ 



Qu ery: 121 ANDGY 125 
ANDGY 

Sbjct: 121 ANDGY 12 5 



cfi „o i, m hypothetical protein [Homo sapiens] 

Length =. 125 



score . 236 bits ^l,' «U'.«l™ 6 - 123/125 ,984> 




Identi 
Query: 1 
Sbjct: 1 



Qu ery: 121 ANDGY 125 
ANDGY 

Sbjct: 



nTT 14 kDa phosphohistidine phosphatase (Prot 
□ >a i m 36324J L ls^^ 14 P 



(PHP, 
Length = 125 



=1 - M^rSi^- u»/x» ,«« 



I 1 05/125 (84%)/ Positives - 
sbjct: x MAAAGLAQ I P DVD I DSDGVFKYVLI RV H AA oh AISTEKIKAKYPDYEVTW 120 



Query: 121 ANDGY 125 
A+DGY 
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